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14 
16 
17 
19 
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44 



<110> APPLICANT: UEMURA, Hidetoshi 
OKUI, Akira 
KOMINAMI, Katsuya 
YAMAGUCHI, Nozomi 
MITSUI , Shinichi 

TITLE OF INVENTION: NOVEL SERINE PROTEASE BSSP5 
FILE REFERENCE: UEMURA=5 

CURRENT APPLICATION NUMBER: 09/856 , 319B 
CURRENT FILING DATE: 2001-05-21 
PRIOR APPLICATION NUMBER: JP 10/347806 
PRIOR FILING DATE: 1998*11-20 
PRIOR APPLICATION NUMBER: PCT JP99/06473 
PRIOR FILING DATE: 1999-11-19 
NUMBER OF SEQ ID NOS : 32 
SOFTWARE: Patentln version 3.1 
SEQ ID NO: 1 
LENGTH: 1149 
TYPE: DNA 
ORGANISM 
FEATURE : 
NAME/KEY 
LOCATION 

OTHER INFORMATION: 
FEATURE : 

NAME/KEY: mat_peptide 
LOCATION: (110) . . ( ) 
OTHER INFORMATION: 
SEQUENCE: 1 

atctgccacg atg ttg ctg etc age ctg acc eta age ctg gtt etc etc 
Met Leu Leu Leu Ser Leu Thr Leu Ser Leu Val Leu Leu 



<120> 
<130> 
<140> 
<141> 
<150> 
<151> 
<150> 
<151> 
<160> 
<170> 
<210> 
<211> 
<212> 
<213> 
<220> 
<221> 
<222> 
<223> 
<220> 
<221> 
<222> 
<223> 
<400> 



ENTERED 



Homo sapiens 



CDS 
(11) 



(802) 



49 



■30 



■25 



46 


ggc 


tec 


tec 


tgg 


ggc 


tgc 


ggc 


att 


cct 


gee 


ate 


aaa 


ccg 


gca 


ctg 


age 


97 


47 


Gly 


Ser 


Ser 


Trp 


Gly Cys 


Gly 


He 


Pro 


Ala 


He 


Lys 


Pro 


Ala 


Leu 


Ser 




48 


-20 










-15 










-10 










-5 




50 


ttc 


age 


cag 


agg 


att 


gtc 


aac 


ggg 


gag 


aat 


gca 


gtg 


ttg 


ggc 


tec 


tgg 


145 


51 


Phe 


Ser 


Gin 


Arg 


He 


Val 


Asn 


Gly 


Glu 


Asn 


Ala 


Val 


Leu 


Gly 


Ser 


Trp 




52 








-1 


1 








5 










10 








54 


ccc 


tgg 


cag 


gtg 


tec 


ctg 


cag 


gac 


age 


age 


ggc 


ttc 


cac 


ttc 


tgc 


ggt 


193 


55 


Pro 


Trp 


Gin 


Val 


Ser 


Leu 


Gin 


Asp 


Ser 


Ser Gly 


Phe 


His 


Phe 


Cys 


Gly 




56 






15 










20 










25 










58 


ggt 


tct 


etc 


ate 


age 


cag 


tec 


tgg 


gtg 


gtc 


act 


get 


gee 


cac 


tgc 


aat 


241 


59 


Gly 


Ser 


Leu 


He 


Ser 


Gin 


Ser 


Trp 


Val 


Val 


Thr 


Ala 


Ala 


His 


Cys 


Asn 




60 




30 










35 










40 
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69 


rr -4- o 
y Lt 


d y w 


W W L. 


gy w 


car* 


rat 

W CL L. 


ttt 

L. L. L. 


y uu 


at c* 
y lw 


pt a 

w wy 




a a a 

y a y 


tat 


gac 


cga 


tea 


289 

£t O J 


6*3 




Car 


Pro 


Glv 


Arg 


His 


Phe 


Val 


Val 


Leu 


Glv 


Glu 


Tvr 
x i J - 


Asp 


Arcr 

nx y 


Ser 




O ft 


ft J 










sn 










55 










60 




66 


LOCI 


a ;a O 


y L>a 


gay 


www 


l. L.y 


way 


att 
y uu 


P t CT 

w uy 


tpp 
L.W w 


gtc 


tct 


*-y y 


gcc 


att 


aca 


337 


67 


OCX 


Asn 


Ala 


Glu 


Pro 


Leu 


Gin 


Val 


Leu 


Ser 


Val 


Ser 


Arcr 

nx y 


Ala 


He 


Thr 




6ft 

D O 










65 

U -J 










70 










75 






7fi 


CaC 


WW u 


a rr p 
ay L- 


tgg 


aaw 




a w w 


a pp 
a ww 


a i_y 


r\ f\ P 

aa w 


aa l. 


era p 
yaw 


rrt rr 

y uy 


a pct 

awy 


w uy 


pf cr 
wuy 


385 


71 


His 


Pro 


Ser 


Trn 

Jr 


Asn 


Ser 


Thr 


Thr 


Met 


Asn 


Asn 


Asp 


Val 


Thr 


Leu 


Leu 




7 0 


















RS 


















7 A 


aag 


W Lw 




teg 




rrpp 
y WW 


pa rr 
way 


fan 

Law 


a wa 


a wa 


wy w 


afp 

a ww 


1" per 
wwy 


ppa 
w wa 


y l. l. 


i~ etc 
wy w 


t j j 


7S 


T.VQ 
Jj jr O 


TiAll 
JJCLt 


Ala 


Got* 

OCX 


Pro 


Ala 


Gin 


Tvt 


Thr 


Thr 


Arg 


He 


Ser 


Pro 


Val 


Cys 




76 

/ D 
















100 










105 










/ O 


ctg 


gca 


tec 


Ltd 


a a r* 


gag 


y w U 


pf rr 

ctg 




na a 

y aa 


ggc 


r> +- r> 
W L. W 


a pn 
awy 


tgt 


y tw 


a pp 

a ww 


*± o X 


7Q 


Lieu 


Ala 
nxa 


O £i 
OCX 


O 


noil 


ox u 


Ala 


Leu 


Thr 


Glu 


Glv 


Leu 


Thr 


Cys 


Val 


Thr 




ftfl 

o u 




x x u 


C 








IIS 

X X J 










120 












O £, 


9.CC 


ggc 


tgg 


rrrr 4" 

ggt 


wy w 


/-l "t - /-l 

w Lw 


ay u 


rrrrp 

ggc 


rr t rr 

gtg 


rrrrp 

ggc 


aaf 

aaw 


fft~ rr 

gtg 


a pa 
a wa 


ppa 
w wa 


y ^a 


pal- 
wa i— 


529 

•J £t J 


ft ^ 


X ilX 


vjx y 




vjxy 


A TTT 

r\x y 


XJCU. 


OCX 


(51 v 

VJ X 


Val 


vjxjr 


Asn 


Val 


Thr 


Pro 


Ala 


His 




84 


125 










130 










135 










140 




86 


ctg 


cag 


cag 


gtg 


get 


ttg 


ccc 


ctg 


gtc 


act 


gtg 


aat 


cag 


tgc 


egg 


cag 


577 


87 


Leu 


Gin 


Gin 


Val 


Ala 


Leu 


Pro 


Leu 


Val 


Thr 


Val 


Asn 


Gin 


Cys 


Arg 


Gin 




88 










145 










150 










155 






90 


tac 


tgg 


gac 


tea 


agt 


ate 


act 


gac 


tec 


atg 


ate 


tgt 


gca 


ggt 


ggc 


gca 


625 


91 


Tyr 


Trp 


Asp 


Ser 


Ser 


He 


Thr 


Asp 


Ser 


Met 


He 


Cys 


Ala 


Gly 


Gly 


Ala 




92 








160 










165 










170 








94 


ggt 


gcc 


tec 


teg 


tgc 


cag 


ggt 


gac 


tec 


gga 


ggc 


cct 


ctt 


gtc 


tgc 


cag 


673 


95 


Gly 


Ala 


Ser 


Ser 


Cys 


Gin 


Gly 


Asp 


Ser 


Gly 


Gly 


Pro 


Leu 


Val 


Cys 


Gin 




96 






175 










180 










185 










98 


aag 


gga 


aac 


aca 


tgg 


gtg 


ctt 


att 


ggt 


att 


gtc 


tec 


tgg 


ggc 


ace 


aaa 


721 


99 


Lys 


Gly 


Asn 


Thr 


Trp 


Val 


Leu 


He 


Gly 


He 


Val 


Ser 


Trp 


Gly 


Thr 


Lys 





100 190 195 200 

102 aac tgc aat gtg cgc gca cct get gtg tat act cga gtt age aag ttc 769 

103 Asn Cys Asn Val Arg Ala Pro Ala Val Tyr Thr Arg Val Ser Lys Phe 

104 205 210 215 220 

106 age acc tgg ate aac cag gtc ata gcc tac aac tgagctcacc acaggccctc 822 

107 Ser Thr Trp He Asn Gin Val He Ala Tyr Asn 



108 




225 




230 








110 


cccagctcaa 


cccatttaaa 


ggacccaggc 


cctgtcccat 


catgeattea 


tgtctgtctt 


882 


112 


cctggctcag 


gagaaagaag 


aggctgttga 


gggtccgact 


ccctacttgg 


acttctggca 


942 


114 


cagaaggggc 


tgagtgactc 


cttgagtagc 


agtggctctt 


cctagagtag 


ccatgccgtg 


1002 


116 


gccggggccc 


ccacccctcc 


tccagggcaa 


ccccttggtc 


ctacagcaag 


aagecagaac 


1062 


118 


tgttggaatg 


aatggcagcc 


ctccttggag 


aggcagectg 


tttactgaat 


acagaggata 


1122 


120 


cgtttacaaa 


aaaaaaaaaa 


aaaaaaa 








1149 



123 <210> SEQ ID NO: 2 

124 <211> LENGTH: 264 

125 <212> TYPE: PRT 

126 <213> ORGANISM: Homo sapiens 
128 <400> SEQUENCE: 2 

130 Met Leu Leu Leu Ser Leu Thr Leu Ser Leu Val Leu Leu Gly Ser Ser 

131 -30 -25 -20 
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1 




T1p 
X xc 


nu 


Al a 


T1p 
xxc 


T.\7G 




Ala 


T.oi i 


Cor* 
OCX 


Pho 

IT 11C 


Got* 

OCX 


Pin 


135 


-15 








- 1 0 

X \J 










- S 








138 


ATfi Tip Val A<?n 
f\x y xxc v a x nou 




Glu 


Asn 


Ala 


Va 1 

VQl 




(X\ V 

ux y 


Cot* 
OCX 


t> rn 
lip 


Prn 


T T*T*» 

irp 


\3 Xll 


139 


-1 1 




5 










1 0 

X \J 










1 S 

X J 


X *± £t 


Val Qpr T.pii f2 1 n 

VCLX OCX UCU Ulli 


A CO 
nop 


Cpr 
OCX 


Cpr 

OCX 


\j J. y 


XT 11C 




rile 






<7l \7 

oxy 


Got* 
ocl 


Leu 


143 




20 










9 S 










30 




1 4fi 


Tip Cpr fil n Qpr 

XXC OCX VJi.ll OCX 


xxp 


V Cl X 


Va 1 

VQl 


Thr 


Ala 


Ala 
nXCL 


nxo 




A c n 
rlo 11 


Va 1 
vai 


Ser 


Pro 


147 


35 










40 










A S 






1 SO 


Gly Arg His Phe 


Val 


Val 


T.on 


Gly 


Glu 


iyr 


Asp 


Arg 


Cot* 
OCX 


Got* 
ocl 


Asn 


Ala 


151 


50 








55 










fiO 








1 S4 


Glu Pro Leu Gin 


Val 


Leu 


Cflr 
OCX 


Val 


Ser 


Arg 


Ala 
Ala 


Tl o 
lie 


T> V» t* 
1 111 


nib 


Pro 


Ser 


155 


65 






70 










75 










158 


Trp Asn Ser Thr 


Thr 


Met 


A en 

t\a 11 


Asn 


Asp 


Va 1 
val 


Thr 


Leu 


Leu 


Lys 


Leu 


Ala 


159 


80 




85 










90 










95 


1 fi9 


Ser Pro Ala Gin 


Tyr 


Thr 


1 ill 


Arg 


He 


Got* 
OCX 


Pro 


Val 


Cys 


Leu 


Ala 


Ser 


163 




100 










1 OS 
x u J 










110 




J. o u 


Ser Asn Glu Ala 


Leu 


Thr 




Gly Leu 


Thr 


Cys 


Val 


Thr 


i nr 


Gly Trp 


167 


115 










120 










1 o s 

1Z J 






170 
x / u 


Gly Arg Leu Ser Gly Val 


oxy 


Asn 


val 


Tnr 


Pro 


Ala 


His 


Leu 


Gin 


Gin 


171 


130 








135 










140 








1 74 
x / ** 


Val Ala Leu Pro 


Leu 


Val 


T 1 Vi t* 
1 llx 


Val 


Asn 


bin 


Cys 


Arg 


Gin 


Tyr 


Trp 


Asp 


1 7 S 

X / J 


145 






1 SO 










155 










1 7fl 
X / o 


Ser Ser lie Thr 


Asp 


Ser 




He 


Cys 


a 1 a 
rtla 


Gly Gly Ala 




Ala 


Ser 


1 7Q 

X / J 


160 




165 










170 










175 


1 R9 


Ser Cys Gin Gly Asp 


Ser 


uiy 


Gly 


Pro 


Leu 


Val 


Cys 


Gin 


Lys 


Gly Asn 


1 ft "3 
X o o 




180 










IRS 










190 




186 


Thr Trp Val Leu 


He Gly 


He 


Val 


Ser 


irp 


Gly 


Thr 


Lys 


A g n 
noil 


Cys 


Asn 


1 R7 

X o / 


195 










200 










00 S 






1 QO 


Val Arg Ala Pro 


Ala 


Val 


Tyr 


Thr 


Arg 


Vai 


Ser 


L ys 


Phe 


Ser 


Thr 


Trp 


1 Q1 


210 








215 










220 








1 Q4 


He Asn Gin Val 


He 


Ala 


Tyr 


Asn 


















1 Q S 
X y D 


225 






230 




















1 Qfi 
1 j O 


<210> SEQ ID NO: 


3 
























1 QQ 


<211> LENGTH: 834 
























200 


<212> TYPE: DNA 


























901 


<213> ORGANISM: 


Mus 


sp. 






















203 


<220> FEATURE: 


























204 


<221> NAME/KEY: 


mat_ peptide 




















205 


<222> LOCATION: 


(132). .() 




















206 


<223> OTHER INFORMATION: 






















208 


<220> FEATURE: 


























209 


<221> NAME/KEY: 


CDS 
























210 


<222> LOCATION: 


(33) 


..(824) 




















211 


<223> OTHER INFORMATION: 






















213 


<400> SEQUENCE: 


3 
























214 


gaccatctca acaccattcc ttatttgtca 


ca 


atg 


eta 


ctg 


etc 


age 


eta 


acc 


215 














Met 


Leu 


Leu 


Leu 


Ser 


Leu 


Thr 


216 




















-30 








218 


ctt age ctg gtc 


etc 


ctt 


ggc 


tec 


tec 


tgg 


ggc 


tgt 


ggt 


gtt 


cct 


gee 
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219 


Leu 


Ser 


Leu 


Val 


Leu 


Leu 


Gly Ser 


Ser 


TrD 


Glv 


Cys 


Glv 

\j j. jr 


Val 


Pro 


Ala 




990 




-25 










-20 










-15 












222 


ate 


acg 


cct 


gca 


ctg 


age 


tac 


aat 


cag 


aga 


att 


at p 


aac 


crcrcr 
y y y 


cracr 
yay 


aat 


149 


223 


lie 


Thr 


Pro 


Ala 


Leu 


Ser 


Tvr 


Asn 


Gin 


Arg 


He 


Val 


Asn 


Glv 


Glu 


Asn 




994 


- 10 










-5 








-1 


1 








5 






226 


crpa 
y 


crt" cr 

y u y 


cca 


crcrp 

y y *■* 


tec 


t* aa 
uy y 


ccc 


tcrcr 


cag 


gtg 


tct 


etc 


cag 


gat 


aac 


acc 


197 


227 


Ala 


Val 


Pro 


Glv 


Ser 


TrD 


Pro 


TrD 


Gin 


Val 


Ser 


Leu 


Gin 


Asp 


Asn 


Thr 




99R 

£i £i O 








10 










15 










20 








£i J \J 


yy ^ 


ftp 


cac 


ttc 


tgc 


yy L 


crat 


tct 


r*t c 


ate 


agt 


PPfT 

^^y 


aac 


i~aa 

L y y 


ni" cr 

y L y 


at p 

y L ^ 


94S 


231 


Glv 


Phe 


His 


Phe 


Cys 


Glv 


Glv 


Ser 


Leu 


He 


Ser 


Pro 


Asn 


Tro 


Val 


Val 




232 






25 










30 










35 










^ «j *± 


ci^y 


apt 


gec 


cac 


tgc 


caa 


gtc 


acg 


LL c 


gga 


cgc 


cac 


ttt 


gtc 


att 


i— uy 


9Q^ 
z> ? j 


235 


Thr 


Ala 


Ala 


His 


Cys 


Gin 


Val 


Thr 


Pro 


Gly Arg 


His 


Phe 


Val 


Val 


Leu 








AO 










45 






















£i O O 


yy d 


gaa 




pT a /I 

y 


ci 




tec 


aat 


you 


gaa 


cct 


PT+- pT 

y L y 


pa pT 
uay 


y uc 


pi - p 


"t" PPT 

uuy 


j *± j. 


239 


Glv 


Glu 




Asp 


Arg 


Ser 


Ser 


Asn 


Ala 


Glu 


Pro 


Val 


Gin 


Val 


Leu 


Ser 




240 


55 










60 










65 










70 




242 




rr pa 

y i*ci 


ay y 


gec 


ate 


aca 


cac 


cct 


aac 


tgg 


aac 


gee 


aac 


acc 


atg 


aac 


J O J 


243 


lie 


Ala 




Ala 


lie 


Thr 


His 


Pro 


Asn 


Trp 


Asn 


Ala 


Asn 


Thr 


Met 


Asn 




j5 ft ft 










7 R 










80 










O ~J 








aat 


(73 P 

you 


ctg 


act 


etc 


ctg 


aag 


ctt 


ace 
y v_» 


teg 


cca 


gec 


caa 
uy y 


tac 


aca 


gca 


437 


247 


Asn 


Asp 


Leu 


Thr 


Leu 


Leu 


Lys 


Leu 


Ala 


Ser 


Pro 


Ala 


Ara 


Tvr 


Thr 


Ala 




248 








90 










95 










100 








9S0 

£t J V/ 


OCLu 


py +" p 


L. ^> a. 






1" (TP 


ctg 


get 


tec 


aca 


aac 


era a 
yay 


CTPfl. 

y i^cl 


p1~ cr 
uuy 


ppt* 


1" PCf 

uuy 


485 


251 


Gin 


Val 


Ser 


Pro 


Val 


Cys 


Leu 


Ala 


Ser 


Thr 


Asn 


Glu 


Ala 


Leu 


Pro 


Ser 




252 






105 










110 










115 










254 


yy y 


etc 


ace 


tgt 


gtc 


ace 


act 


ggc 


tgg 


ggc 


cga 


ate 


agt 


cr cr1~ 
y y u 


cr1"cr 

y L-y 


y y o 


533 


255 


Glv 


Leu 


Thr 


Cys 


Val 


Thr 


Thr Gly 


Trp 


Gly Arg 


He 


Ser 


Glv 


Val 


Glv 




256 




120 










125 










130 












£i ~J KJ 


CIO. L. 


y L y 


aca 


ppa 


y uu 


PrTP 


ctg 


cag 


caa 


gtt 


gtt 


ct z\ 


ppp 


p+" rr 
uuy 


PT+" P^ 

y i-u 


art 

Cl V- L. 




259 


Asn 


Val 


Thr 


Pro 


Ala 


Arg 


Leu 


Gin 


Gin 


Val 


Val 


Leu 


Pro 


Leu 


Val 


Thr 




960 


1 1 s 

X J — ' 










-L *± U 










145 










1 so 




9fi9 
^ o ^ 


rr -f - it 

y uy 


= a -f - 
CLCl L. 


pa pr 
Lay 


uy u 


oyy 


pa pt 
Lay 


tac 


tgg 


ggt 


gca 


cgc 


att 


a pp 


PT= +- 

y a. l» 


y uu 


ci uy 


O ^ -7 


263 


Val 


Asn 


Gin 


Cys 


Arg 


Gin 


Tyr Trp Gly 


Ala 


Arg 


He 


Thr 


Asp 


Ala 


Met 














1 ss 
x j j 










160 










1 fi s 






^ u u 


af a 
d L.CL 


tat 
uy l. 


y Lu 


yy u 


yyo 


I - pa 


ggc 


gee 


tec 


tea 


tgt 


P"i a PT 

L-ciy 


yy^- 


pr a pi 

y au 


uuci 


pr py r\ 

yy a 


Off 


267 


lie 


Cys 


Ala 


Gly 


Glv 


Ser 


Gly Ala 


Ser 


Ser 


Cys 


Gin 


Gl v 


Asp 


Ser 


Gl v 




O £ Q 
ZOO 








170 










175 










1 OA 

XoU 








270 


ggc 


cct 


ctt 


gtc 


tgc 


cag 


aag 


gga 


aac 


acc 


tgg 


gtg 


ctt 


att 


ggg 


att 


725 


271 


Gly 


Pro 


Leu 


Val 


Cys 


Gin 


Lys 


Gly Asn 


Thr 


Trp 


Val 


Leu 


He 


Gly 


He 




272 






185 










190 










195 










274 


gtc 


tec 


tgg 


ggc 


act 


aag 


aac 


tgc 


aac 


ata 


caa 


gca 


ccg 


gee 


atg 


tac 


773 


275 


Val 


Ser 


Trp 


Gly 


Thr 


Lys 


Asn 


Cys 


Asn 


He 


Gin 


Ala 


Pro 


Ala 


Met 


Tyr 




276 




200 










205 










.210 












278 


act 


egg 


gtc 


age 


aag 


ttc 


agt 


ace 


tgg 


ate 


aac 


caa 


gtc 


atg 


gee 


tac 


821 


279 


Thr 


Arg 


Val 


Ser 


Lys 


Phe 


Ser 


Thr 


Trp 


He 


Asn 


Gin 


Val 


Met 


Ala 


Tyr 




280 


215 










220 










225 










230 




282 


aac 


taaactgtcc 


























834 


283 


Asn 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/856, 319B 



DATE: 08/20/2002 
TIME: 14:39:45 



Input Set : 
Output Set: 



A:\sequence listing.txt 
N:\CRF4\08202002\I856319B.raw 



287 <210> SEQ ID NO: 4 

288 <211> LENGTH: 264 

289 <212> TYPE: PRT 

290 <213> ORGANISM: Mus sp . 
292 <400> SEQUENCE: 4 

294 Met Leu Leu Leu Ser Leu Thr Leu Ser Leu Val Leu Leu Gly Ser Ser 

295 -30 -25 -20 

298 Trp Gly Cys Gly Val Pro Ala lie Thr Pro Ala Leu Ser Tyr Asn Gin 

299 -15 -10 -5 

302 Arg lie Val Asn Gly Glu Asn Ala Val Pro Gly Ser Trp Pro Trp Gin 

303 -11 5 10 15 

306 Val Ser Leu Gin Asp Asn Thr Gly Phe His Phe Cys Gly Gly Ser Leu 

307 20 25 30 

310 lie Ser Pro Asn Trp Val Val Thr Ala Ala His Cys Gin Val Thr Pro 

311 35 40 45 

314 Gly Arg His Phe Val Val Leu Gly Glu Tyr Asp Arg Ser Ser Asn Ala 

315 50 55 60 

318 Glu Pro Val Gin Val Leu Ser lie Ala Arg Ala lie Thr His Pro Asn 

319 65 70 75 

322 Trp Asn Ala Asn Thr Met Asn Asn Asp Leu Thr Leu Leu Lys Leu Ala 

323 80 85 90 95 

326 Ser Pro Ala Arg Tyr Thr Ala Gin Val Ser Pro Val Cys Leu Ala Ser 

327 100 105 110 

330 Thr Asn Glu Ala Leu Pro Ser Gly Leu Thr Cys Val Thr Thr Gly Trp 

331 115 120 125 

334 Gly Arg lie Ser Gly Val Gly Asn Val Thr Pro Ala Arg Leu Gin Gin 

335 130 135 140 

338 Val Val Leu Pro Leu Val Thr Val Asn Gin Cys Arg Gin Tyr Trp Gly 

339 145 150 155 

342 Ala Arg lie Thr Asp Ala Met lie Cys Ala Gly Gly Ser Gly Ala Ser 

343 160 165 170 175 

346 Ser Cys Gin Gly Asp Ser Gly Gly Pro Leu Val Cys Gin Lys Gly Asn 

347 180 185 190 

350 Thr Trp Val Leu lie Gly lie Val Ser Trp Gly Thr Lys Asn Cys Asn 

351 195 200 205 

354 lie Gin Ala Pro Ala Met Tyr Thr Arg Val Ser Lys Phe Ser Thr Trp 

355 210 215 220 

358 lie Asn Gin Val Met Ala Tyr Asn 

359 225 230 

362 <210> SEQ ID NO: 5 

363 <211> LENGTH: 99 

364 <212> TYPE: DNA 

365 <213> ORGANISM: Artificial Sequence 

367 <220> FEATURE: 

368 <223> OTHER INFORMATION: Designed oligonucleotide to construct plasmid pSecTrypHis. 

370 <400> SEQUENCE: 5 

371 aagcttggct agcaacacca tgaatctact cctgatcctt. acctttgttg ctgctgctgt 60 
373 tgctgccccc tttgacgacg atgacaagga tccgaattc 99 
376 <210> SEQ ID NO: 6 
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RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/09/856 , 319B 



DATE: 08/20/2002 
TIME: 14:39:46 



Input Set : A:\sequence listing.txt 
Output Set: N:\CRF4\08202002\I856319B.raw 



Please Note; 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:14; N Pos . 9,12 
Seq#:15; N Pos. 12,15 
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